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TIMOTHY YONG JAMES 
Department of Ecology and Evolutionary Biology 
University of Michigan 
Ann Arbor, MI 48109, U.S.A. 
 
Telephone: +1-734-615-7753  Fax: +1-734-763-0544 
e-mail: tyjames@umich.edu  webpage: www.umich.edu/~mycology 

 
 
RESEARCH INTERESTS                                             

 
My research covers multiples aspects of the evolutionary genetics fungi. Particular research foci 
center around traits unique to fungi or for which fungi make excellent models. These include the 
genetics of multiallelic and multilocus mating systems, heterokaryosis, spore dispersal strategies, 
population structure, mitotic recombination, and the evolution of virulence. I also study the 
fungal tree of life and its relationship to the evolution of phenotypes such as mating systems, 
morphology, and the genome. 
 
 
EDUCATION 
 
Ph.D. in Biology and Program in Cell and Molecular Biology (2003), Duke University, Durham, 

NC, USA 
B.Sc. in Botany (1996), University of Georgia, Athens, GA, USA 
 
 
PROFESSIONAL EXPERIENCE 
 
2015-  Lewis E. Wehmeyer and Elaine Prince Wehmeyer Professor of Mycology 

College of Literature Sciences and the Arts, University of Michigan, Ann Arbor, 
MI, USA  

2015- Associate professor and associate curator of fungi, Dept. of Ecology and 
Evolutionary Biology, University of Michigan, Ann Arbor, MI, USA 

2009-2015 Assistant professor and assistant curator of fungi, Dept. of Ecology and 
Evolutionary Biology, University of Michigan, Ann Arbor, MI, USA 

2008 Postdoctoral researcher, Dept. of Biology, McMaster University, Hamilton, ON, 
Canada 

  Advisor: Dr. Jianping Xu 
Genetic control of mitochondrial inheritance by the mating-type locus of the 
pathogenic yeast Cryptococcus neoformans. 

2006-2007 Postdoctoral researcher, Dept. of Evolutionary Biology, Uppsala University & 
Dept. of Forest Mycology and Plant Pathology, Swedish University of 
Agricultural Sciences, Uppsala, Sweden 

  Advisors: Dr. Hanna Johannesson & Dr. Jan Stenlid 
Competition and cooperation among nuclei of the forest pathogen Heterobasidion 
annosum. 

2003-2006 Postdoctoral researcher, Dept. of Biology, Duke University, Durham, NC 
  Advisor: Dr. Rytas Vilgalys 
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  Assembling the Fungal Tree of Life (AFTOL), molecular systematics of basal  
  fungal lineages 
1997-2003 Ph.D. Student, Dept. of Biology, Duke University, Durham, NC 
  Advisor: Dr. Rytas Vilgalys 
  Evolution of mating type in mushroom fungi, systematics of chytrid fungi 
 
 
TEACHING EXPERIENCE 
 
Instructor 
2010-2015 Genetics, University of Michigan (co-taught with MCDB faculty member) 
2009-2015 Biology of Fungi, University of Michigan (odd years) 
2006  Evolutionary Genetics, Duke University (1/4 semester) 
 
Teaching Assistantships 
2002 The Diversity of Life, Duke University, NC, USA 
2002 Molecular Evolution, Duke University, NC, USA 
2001 Experimental Cell and Molecular Biology, Duke University, Durham, NC, USA 
2000 Mycology, Duke University, Durham, NC, USA 
2000 Microbial Ecology and Evolution, Duke University, Durham, NC, USA 
1999 Introductory Microbiology, Duke University, Durham, NC, USA 
 
Workshops 
2013 Workshop on Microbial Population Genetics and Evolution, Chinese Academy of 

Sciences, Institute of Microbiology, Beijing, China 
 
 
AWARDS AND GRANTS 
 
2016 Chinese Academy of Sciences, President’s International Fellowship Initiative (¥170,000). 

Sabbatical fellowship support. 
2016 U-M Energy Institute, Enhancing long-term carbon sequestration in soils by mycorrhizal 

fungi ($19,000). Seed grant. Role: Co-PI with Mark Hunter (PI). 
2016 National Science Foundation, Dissertation Research: Evolutionary consequences of 

pathogen strain competition in an emerging fungal disease ($20,150). Dissertation 
improvement grant for Thomas Jenkinson. 

2015 U-M Water Center, Building real-time quantitative PCR capabilities for the monitoring of 
harmful algal blooms and their parasites across the Great Lakes Region ($20,000). 
Equipment Grant. 

2015  U. Michigan, 2015 Class of 1923 Memorial Teaching Award 
2015 National Science Foundation, Digitization TCN Collaborative Research: The Microfungi 

Collections Consortium: A networked approach to digitizing small fungi with large 
impacts on the function and health of ecosystems, 1502703, ($118,277). Role: PI. 

2014 Joint Genome Institute, U.S. Department of Energy, Community Sequencing Program: 
Revealing the ecological function of uncultured fungal dark matter in freshwater 
ecosystems using single cell genomics. Award of 1.4 Tb of sequence data. Role: PI 

2014 National Science Foundation, DEB Genealogy of Life (GoLife), Collaborative Research: 
The Zygomycetes Genealogy of Life (ZyGoLife)- the conundrum of Kingdom Fungi, 
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DEB 1441677 ($690,389). Role: PI Includes subcontracts with U. Florida and U. Ottawa, 
$303,224 for U-M.  

2014 Conselho Nacional de Desenvolvimento Científico e Tecnológico (CNPq), Ciências sem 
Fronteiras: Ecologia & Evolução do fungo quitrídeo de anfíbios no Brasil. National 
Council for Scientific and Technological Development, Science without Borders: 
Ecology and Evolution of the amphibian chytrid fungus in Brazil ($160,000). Role: Co-PI 
with L. Felipe Toledo.  

2014 National Science Foundation, DEB Biodiversity: Discovery and Analysis, Unveiling the 
diversity and ecological role of the obligate parasitic fungi in phylum Cryptomycota, 
DEB-1354625 ($550,000). Role: PI. Includes a $158,129 sub-award to U-C Berkeley. 

2013 U-M Graham Sustainability Institute, U-M/Brazil collaboration seed grants, Assessing 
the threat of exotic disease to Atlantic Forest frogs: fostering multi-institutional 
collaboration, ($10,000). Role: PI 

2013 U-M Water Center, Identifying the environmental controls of algal pathogen epidemics 
and their influence on harmful algal blooms in Lake Erie, ($50,000). Role: PI 

2013 National Institutes of Health, NIAID, R21: How eukaryotic pathogens explore the fitness 
landscape by mitotic recombination, AI105167-02 ($427,625). Role: PI 

2012 US Fish and Wildlife Service, The role of the North American bullfrog in spreading 
chytridiomycosis across endangered frog populations in the Atlantic Forest of Brazil, 
F12AP00997 ($25,985). Role: PI 

2012 National Science Foundation, Catalyzing New International Collaboration Grant, Into the 
Heart of an Epidemic: a US-Brazil Collaboration for Integrative Studies of the 
Amphibian-Killing Fungus in Brazil, OISE 1159513 ($54,656). Role: PI 

2012 National Science Foundation, Digitization TCN Collaborative Research: Consortium: 
Unlocking a Biodiversity Resource for Understanding Biotic Interactions, Nutrient 
Cycling and Human Affairs, EF 1206134 ($455,210). Role: PI 

2011 Alexopoulos Prize for Outstanding Early-Career Mycologist; Mycology Society of 
America 

2011 National Science Foundation, Digitization TCN Collaborative Research: North American 
Lichens and Bryophytes: Sensitive Indicators of Environmental Quality and Change, EF 
115030 ($217,595). Role: PI 

2010 Office of the Vice President for Research U. Michigan, Preliminary Projects: A genomic 
map of the fungal pathogen causing the current amphibian chytridiomycosis pandemic 
($15,000). Role: PI 

2008 Michael G. DeGroote Postdoctoral Fellowship: Mechanism of mitochondrial inheritance 
in the human pathogenic fungus Cryptococcus neoformans 

2006 Wenner-Gren Postdoctoral Fellowship: Individuality and cooperation among nuclei of 
the root-rot fungus Heterobasidion annosum 

2005 Deep Hypha Conference Travel Award   
2002 Mycological Society of America International Conference Travel Award 
2002 Mycological Society of America Graduate Student Fellowship: The evolution of the 

mating-type genes in the hymenomycetes (mushroom fungi) 
2001 Dissertation Improvement Grant; National Science Foundation: The evolution of the A 

mating type genes in the hymenomycetes (mushroom fungi) 
2001 Genetics Society of America; Conference Travel Grant, 21st Fungal Genetics Conference  
2000 Duke University Graduate School; Conference Travel Fellowship  
1999 Grant-in-Aid of Research, Sigma Xi, The Scientific Research Society: Concerted 

evolution of rDNA in the cosmopolitan mushroom Schizophyllum commune  
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1997 Duke University Program in Cell and Molecular Biology, Doctoral Fellowship 
 

 
PEER-REVIEWED PUBLICATIONS 

 
legend: undergraduate student trainees, graduate student trainees, postdoctoral trainees 
 
99. Su, Y., D. Qi, T. Y. James, W. Chen, X. Wang, C. Gao, W. Yang, L. Chen, J. Liang, and L. 

Cai. (in review). Fungal communities in the gut of giant panda. 
98. Farrer, R. A., A. Martel, E. Verbrugghe, A. Abouelleil, R. Ducatelle, J. E. Longcore, T. Y. 

James, M. C. Fisher, and C. A. Cuomo. (in press). Genomic innovations linked to 
infection strategies across emerging pathogenic chytrid fungi. Nature Comm. 

97. Arellano, M. L., M. A. Velasco, F. P. Kacoliris, A. M. Belasen, T. Y. James. (in press). First 
record of chytrid fungus in Pleuroderma somuncurense, a critically endangered species 
from Argentina. Herp. Rev.  

96. Hérivaux, A., T. D. de Bernonville, C. Roux, M. Clastre, V. Courdavault, A. Gastebois, J.-P. 
Bouchara, T. Y. James, J.-P. Latgé, F. Martin, and N. Papon. (in press). Phytohormone 
receptors in lower fungi: Sensing plants to get out from the water. mBio. 

95. Becker, C. G., S. E. Greenspan, K. E. Tracy, J. A. Dash, C. Lambertini, T. S. Jenkinson, D. S. 
Leite, L. F. Toledo, J. E. Longcore, T. Y. James, K. R. Zamudio. (2017). Variation in 
phenotype and virulence among endemic and pandemic amphibian chytrid strains. 
Fungal Ecol. 26: 45-50. 

94. Letcher, P. M., J. E. Longcore, C. A. Quandt, D. da Silva Leite, T. Y. James, and M. J. 
Powell. (2017). Morphological, molecular, and ultrastructural characterization of Rozella 
rhizoclosmatii, a new species in Cryptomycota. Fungal Biol. 121: 1-10. 

93. Betancourt-Román, C. M., C. C. O’Neil, and T. Y. James. (2016). Rethinking the role of 
non-vertebrate hosts in the life cycle of the amphibian chytridiomycosis pathogen. 
Parasitology 143: 1723-1729. 

92. Spatafora, J. W., Y. Chang, G. L. Benny, K. Lazarus, M. E. Smith, M. L. Berbee, G. Bonito, 
N. Corradi, I. Grigoriev, A. Gryganskyi, T. Y. James, K. O’Donnell, T. N. Taylor, J. 
Uehling, R. Vilgalys, M. M. White, and J. E. Stajich. (2016). A phylum-level 
phylogenetic classification of zygomycete fungi based on genome-scale data. Mycologia 
108: 1028-1046. 

91. Nieuwenhuis, B. P. S., and T. Y. James. (2016). The frequency of sex in fungi. Phil. Trans. 
R. Soc. B. 371: 20150540. 

90. Jackson, D., A. T. Zemenick, B. Malloure, C. A. Quandt, and T. Y. James. (2016). Fine-scale 
spatial genetic structure of a fungal parasite of coffee scale insects. J. Invert. Pathol. 139: 
34-41. 

89. Jenkinson, T. S., C. M. Betancourt Román, C. Lambertini, A. V. Aguilar, C. H. L. Nunes de 
Almeida, J. Ruggeri, A. M. Belasen, D. da Silva Leite, K. R. Zamudio, J. E. Longcore, L. 
F. Toledo, and T. Y. James. (2016). Amphibian-killing chytrid in Brazil comprises both 
stable endemic and recently expanded populations. Mol. Ecol. 25: 2978-2996. 

87. James, T. Y., J. A. Marino, I. Perfecto, and J. Vandermeer. (2016). Identification of coffee 
rust mycoparasites using single molecule DNA sequencing of infected pustules. Appl. 
Environ. Microbiol. 82: 631-639. 

86. Lambertini, C., C. G. Becker, T. S. Jenkinson, D. Rodriguez, D. da Silva Leite, T. Y. James, 
K. R. Zamudio, and L. F. Toledo. (2016). Local phenotypic variation in amphibian-
killing fungus predicts infection dynamics. Fungal Ecol. 20: 15-21. 
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85. Grossart, H.-P., C. Wurzbacher, T. Y. James, and M. Kagami. (2016). Discovery of dark 
matter fungi in aquatic ecosystems demands a reappraisal of the phylogeny and ecology 
of zoosporic fungi. Fungal Ecol. 19: 28-38. 

84. de Jesus, A. L., A. V. Marano, J. I. de Souza, T. Y. James, G. H. Jerônimo, S. C. O. Rocha, 
D. R. Gonçalves, M. C. Boro, and C. L. A. Pires-Zottarelli. (2015). Achlya catenulata sp. 
nov., a new Saprolegniales (Oomycetes, Straminipila) from Brazilian mangrove swamp. 
Phytotaxa 212: 221-228. 

83. James, T. Y. (2015). Why mushrooms have evolved to be so promiscuous: Insights from 
evolutionary and ecological patterns. Fungal Biol. Rev. 29: 167-178. 

82. Baranova, M. A., M. D. Logacheva, A. A. Penin, V. B. Seplyarskiy, Y. Safanova, S. A. 
Naumenko, A. V. Klepikova, E. S. Gerasimov, G. A. Bazykin, T. Y. James, and A. S. 
Kondrashov. (2015). Extraordinary genetic diversity in a wood decay mushroom. Mol. 
Biol. Evol. 32: 2775-2783. 

81. James, T. Y., L. F. Toledo, D. Rödder, D. da Silva Leite, A. M. Belasen, C. M. Betancourt 
Román, T. S. Jenkinson, C. Soto-Azat, C. Lambertini, A. V. Longo, J. Ruggeri, J. P. 
Collins, P. Burrowes, K. R. Lips, K. R. Zamudio, and J. E. Longcore. (2015). 
Disentangling the host, pathogen, and environmental determinants of a recently emerged 
wildlife diseases: Lessons from the first 15 years of amphibian chytridiomycosis 
research. Ecol. Evol. 5: 4079-4097. 

80. Duffy, M. A., T. Y. James, and A. Longworth. (2015). Ecology, virulence, and phylogeny of 
Blastulidium paedophthorum, a widespread brood parasite of Daphnia. Appl. Environ. 
Microbiol. 81: 5486-5496. 

79. Jerônimo, G. H., A. L. de Jesus, A. V. Marano, T. Y. James, J. I. de Souza, S. C. O. Rocha, 
and C. L. A. Pires-Zottarelli. (2015). Diversidade de Blastocladiomycota e 
Chytridiomycota do Parque Estadual da Ilha do Cardoso, Cananéia, SP, Brasil. Hoehnea 
42: 135-163. 

78. Lazarus, K. L., and T. Y. James. (2015). Surveying the biodiversity of the early-diverging 
fungal phylum Cryptomycota using a targeted PCR approach. Fungal Ecol. 14: 62-70. 

77. Menkis, A., H. Urbina, T. Y. James, and A. Rosling. (2014). Archaeorhizomyces borealis 
sp. nov. and a sequence-based classification of related soil fungal species. Fungal Biol. 
118: 943-955. 

76. Haag, K. L., T. Y. James, J.-F. Pombert, R. Larsson, T. M. M. Schaer, D. Refardt, and D. 
Ebert. (2014). Evolution of a morphological novelty occurred before genome compaction 
in a lineage of extreme parasites. Proc. Natl. Acad. Sci. U. S. A. 111: 15480-15485. 

75. Seplyarskiy, V. B., M. A. Baranova, E. V. Leushkin, M. D. Logacheva, A. A. Penin, A. S. 
Kondrashov, and T. Y. James. (2014). Crossing-over in a hypervariable species 
preferentially occurs in regions of high local similarity. Mol. Biol. Evol. 31: 3016-3025. 

73. Shaw, S. D., L. Berger, S. Bell, S. Dodd, T. Y. James, L. F. Skerratt, P. J. Bishop, and R. 
Speare. (2014). Baseline cutaneous bacteria of free-living New Zealand native frogs 
(Leiopelma archeyi and Leiopelma hochstetteri) and implications for their role in defense 
against the amphibian chytrid (Batrachochytrium dendrobatidis). J. Wildlife Dis. 50: 723-
732. 

71. Diez, J. M., I. Ibáñez,  J. Silander, R. Primack, H. Higuchi, H. Kobori, A. Sen, and T. Y. 
James. (2014). Beyond seasonal climate: statistical estimation of phenological responses 
to weather. Ecol. Appl. 24: 1793-1802. 

70. Marano, A. V., A. L. de Jesus, J. I. de Souza, E. M. Leaño, T. Y. James, G. H. Jerônimo, A. 
W. A. M. de Cock, and C. L. A. Pires-Zottarelli. (2014). A new combination in 
Phytopythium: P. kandeliae (Oomycetes, Straminipila). Mycosphere 5: 510-522. 
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69. Molloy, D. P., S. L. Glockling, G. W. Beakes, C. A. Siegfried, T. Y. James, S. E. Mastitsky, 
E. Wurdak, L. Giamberini, M. J. Gaylo, and M. J. Nemeth. (2014). Aquastella gen. nov.: 
a new genus of saprolegniaceous oomycete rotifer parasites related to Aphanomyces, with 
unique sporangial outgrowths. Fungal Biol. 118: 544-558. 

68. Beakes, G. W., S. L. Glockling, and T. Y. James. (2014). A new Oomycete species parasitic 
in nematodes, Chlamydomyzium dictyuchoides sp. nov.: developmental biology and 
phylogenetic studies. Fungal Biol. 118: 527-543. 

67. Toome, M., R. A. Ohm, R. W. Riley, T. Y. James, K. L. Lazarus, B. Henrissat, S. Albu, J. 
Chow, A. Clum, G. Heller, A. Lipzen, M. Nolan, L. Sandor, N. Zvenigorodsky, I. V. 
Grigoriev, J. W. Spatafora, and M. C. Aime. (2014). Genome sequencing reveals insights 
into the reproduction, nutrition mode and ploidy of the fern pathogen Mixia osmundae. 
New Phytol. 202: 544-564. 

66. James, T. Y., S. Sun, W. Li, J. Heitman, H.-C. Kuo, Y.-H. Lee, F. O. Asiegbu, and Å. Olson. 
(2013). Polyporales genomes reveal the genetic architecture underlying tetrapolar and 
bipolar mating systems. Mycologia 105: 1374-1390. 

65. van Diepen, L. T. A., Å, Olson, K. Ihrmark, J. Stenlid, and T. Y. James. (2013). Extensive 
trans-specific polymorphism at the mating type locus of the root decay fungus 
Heterobasidion. Mol. Biol. Evol. 30: 2286-2301. 

64. Diez, J. M., T. Y. James, M. McMunn, I. Ibáñez, I. (2013). Predicting species-specific 
responses of fungi to climatic variation using historical records. Global Change Biol. 19: 
3145-3154. 

63. James, T. Y., A. Pelin, L. Bonen, S. Arhendt, D. Sain, N. Corradi, and J. E. Stajich. (2013). 
Shared signatures of parasitism and phylogenomics unite Cryptomycota and 
microsporidia. Curr. Biol. 23: 1548-1553. 

62. Rosenblum, E. B., T. Y. James, K. R. Zamudio, T. J. Poorten, D. Ilut, D. Rodriguez, J. M. 
Eastman, K. Richards-Hrdlicka, S. Joneson, T. S. Jenkinson, J. E. Longcore, G. Parra 
Olea, L. F. Toledo, M. L. Arellano, E. M. Medina, S. Restrepo, S. V. Flechas, L. Berger, 
C. J. Briggs, J. E. Stajich. (2013). Complex history of the amphibian-killing chytrid 
fungus revealed with genome resequencing data. Proc. Natl. Acad. Sci. U. S. A. 110: 
9385-9390. 

61. Malloure, B. M., and T. Y. James. (2013). Inbreeding depression in urban environments of 
the bird’s nest fungus Cyathus stercoreus (Basidiomycota). Heredity 110: 355-362. 

60. Heitman, J. E., S. Sun, and T. Y. James. (2013). Evolution of fungal sexual reproduction. 
Mycologia 105: 1-27. 

58. Schloegel, L. M., L. F. Toledo, J. E. Longcore, S. E. Greenspan, C. A. Viera, M. Lee, S. 
Zhao, C. Wangen, C. M. Ferreira, M. Hipolito, A. J. Davies, P. Daszak, C. A. Cuomo, 
and T. Y. James. (2012). Novel, panzootic, and hybrid genotypes of amphibian 
chytridiomycosis associated with the bullfrog trade. Mol. Ecol. 21: 5162-5177. 

57. Fernandez-Fueyo, E., F. J. Ruiz-Duenas, P. Ferreira, D. Floudas, D. S. Hibbett, P. Canessa, 
L. F. Larrondo, T. Y. James, D. Seelenfreund, S. Lobos, R. Polanco, M. Tello, Y. 
Honda, T. Watanabe, T. Watanabe, R. J. San, C. P. Kubicek, M. Schmoll, J. Gaskell, K. 
E. Hammel, F. J. St. John, A. V. Wymelenberg, G. Sabat, S. S. BonDurant, K. Syed, J. S. 
Yadav, H. Doddapaneni, V. Subramanian, J. L. Lavín, J. A. Oguiza, G. Perez, A. G. 
Pisabarro, L. Ramirez, F. Santoyo, E. Master, P. M. Coutinho, B. Henrissat, V. Lombard, 
J. K. Magnuson, U. Kües, C. Hori, K. Igarashi, M. Samejima, B. W. Held, K. W. Barry, 
K. M. LaButti, A. Lapidus, E. A. Lindquist, S. M. Lucas, R. Riley, A. A. Salamov, D. 
Hoffmeister, D. Schwenk, Y. Hadar, O. Yarden, R. P. de Vries, A. Wiebenga, J. Stenlid, 
D. Eastwood, I. V. Grigoriev, R. M. Berka, R. A. Blanchette, P. Kersten, A. T. Martinez, 
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R. Vicuna, and D. Cullen. (2012). Comparative genomics of Ceriporiopsis 
subvermispora and Phanerochaete chrysosporium provide insight into selective 
ligninolysis. Proc. Natl. Acad. Sci. U. S. A. 109: 5458-5463. 

56. Olson, Å., A. Aerts, F. Asiegbu, L. Belbahri, O. Bouzid, A. Broberg, B. Canbäck, P. 
Countinho, D. Cullen, K. Dalman, G. Deflorio, L. T. A. van Diepen, C. Dunand, S. 
Duplessis, M. Durling, P. Gonthier, J. Grimwood, C. Gunnar Fossdal, D. Hansson, B. 
Henrissat, A. Hietala, K. Himmelstrand, D. Hoffmeister, N. Högberg, T. Y. James, M. 
Karlsson, M. Lind, A. Kohler, U. Kües, Y.-H. Lee, Y.-C. Lin, E. Lindquist, V. Lombard, 
S. Lucas, K. Lundén, E. Morin, C. Murat, J. Park, T. Raffaello, P. Rouzé, A. Salamov, J. 
Schmutz, H. Solheim, J. Ståhlberg, H. Vélëz, R. de Vries, A. Wiebenga, S. Woodward, I. 
Yakolev, M. Garbelotto, F. Martin, I. Grigoriev, J. Stenlid. (2012). Insight into trade-off 
between wood decay and parasitism from the genome of a fungal forest pathogen. New 
Phytol. 194: 1001-1013. 

55. Padamsee, M., T. K. Arun Kumar, R. Riley, M. Binder, A. Boyd, A. Calvo, K. Furukawa, C. 
Hesse, S. Hohmann, T. Y. James, K. LaButti, A. Lapidus, E. Lindquist, S. Lucas, K. 
Miller, S. Shantappa, I. Grigoriev, D. S. Hibbett, D. J. McLaughlin, J. W. Spatafora, M. 
C. Aime. (2012). The genome of the xerotolerant mold Wallemia sebi reveals adaptations 
to osmotic stress and suggests cryptic sexual reproduction. Fungal Genet. Biol. 49: 217-
226. 

54. James, T. Y., M. L. Berbee. (2012). No jacket required- new fungal lineage defies dress 
code. BioEssays 34: 94-102. 

52. Longcore, J. E., P. M. Letcher, and T. Y. James. (2011). Homolaphlyctis polyrhiza gen. et 
sp. nov., a species in the Rhizophydiales (Chytridiomycetes) with multiple rhizoidal axes. 
MycoTaxon 118: 433-440. 

51. James, T. Y., Y. Hoffman, A. Zarka, and S. Boussiba. (2011). Paraphysoderma 
sedebokerense, gen. et sp. nov., an aplanosporic relative of Physoderma 
(Blastocladiomycota). MycoTaxon 118: 177-180. 

50. Garland, S., T. Y. James, D. Blair, L. Berger, and L. F. Skerratt. (2011). Polymorphic 
repetitive loci of the amphibian pathogen Batrachochytrium dendrobatidis. Dis. Aquat. 
Organ. 97: 1-9. 

49. Rosling, A., F. Cox, K. Cruz-Martinez, K. Ihrmark, G.-A. Grelet, B. L. Lindahl, A. Menkis, 
and T. Y. James. (2011). Archaeorhizomycetes: unearthing an ancient class of 
ubiquitous soil fungi. Science 333: 876-879. 

48. van Peer, A. F., S.-Y. Park, P.-G. Shin, K.-Y. Jang, Y.-B. Yoo, Y.-J. Park, B.-M. Lee, G.-H. 
Sung, T. Y. James, and W.-S. Kong. (2011). Comparative genomics of the mating-type 
loci of the mushroom Flammulina velutipes reveals widespread synteny and recent 
inversions. PLoS ONE 6: e22249. 

47. Porter, T. M., W. W. Martin, T. Y. James, J. E. Longcore, F. Gleason, P. H. Adler, P. M. 
Letcher, and R. Vilgalys. (2011). Molecular phylogeny of the Blastocladiomycota 
(Fungi) based on nuclear ribosomal data. Fungal Biol. 115: 381-392. 

46. Yun, H. Y., Y. H. Kim, and T. Y. James. (2011). First report of false rust caused by 
Synchytrium minutum on kudzu in Korea. Plant Dis. 95: 358.1. 

45. James, T. Y., M. Lee, L. T. A. van Diepen. (2011). A single mating-type locus comprised of 
homeodomain genes promotes nuclear migration and heterokaryosis in the white-rot 
fungus Phanerochaete chrysosporium. Eukaryot. Cell 10: 249-261. 

44. Rosenblum, E. B., M. C. Fisher, T. Y. James, J. E. Stajich, J. E. Longcore, L. R. Gentry, and 
T. J. Poorten. (2010). A molecular perspective on the biology of the emerging pathogen 
Batrachochytrium dendrobatidis. Dis. Aquat. Org. 92: 131-147. 
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43. Schloegel, L. M., C. M. Ferreira, T. Y. James, M. Hipolito, J. E. Longcore, A. D. Hyatt, M. 
Yabsley, A. M. C. Martins-Martins, R. Mazzoni, A. J. Davies, and P. Daszak. (2010). 
The North American Bullfrog (Rana catesbeiana) as a reservoir for the spread of 
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