SFC User’s Booklet
Please note:
You cannot use any of these solvents:

Acetone, Chloroform, Methylene Chloride, DMF,
DMSO, Ethyl Acetate, THF. Even small amounts
of these solvents will destroy the expensive chiral
columns!

Acceptable solvents are methanol, isopropanol,
and acetonitrile.

1) Turn on the power switch for the UV-Detector:

& Turn on the power switch here.
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2) Double-Click the LSA Chemistry Recharge Icon:

LSA

Chemistry
Recharge

3) Fill in your uniguename, your research advisor’s uniguename, and your shorcode
account number, and click OK.

Help

General Information

Instrumentation Name | SFC

Computer Name MFORMATICS
LM Adfiliation @ Intemal BExtemnal
Unigname windak

Account Information

Pl Unigname steventi

Shortcode 155550

http./Asa umich.edudsait | Cancel | [ Cikc

The Waters Chromscope software will open automatically.
When it asks for a password, enter “waters”

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

| Cancel |

Passwaord

Type in “waters” here T




4) After the software comes up, expand the project folders to find your project:

Folder/File View

Systems
= Investlgatnr

EH”I

EI _J DNefanlt Prmject
- .__J Mitch

L] Alex

m-L] Naoka

] Mitch New
4] Pablo

-] Chris_Zhao
:3 Henghbin

0 [ Hilary

E-L ] Zach

-] JoeTop

. _j Melissales
i | Ryan Fomwald

FI 1 Michael G

w [ Ly

:_j Draryl

|:| L _J Sryuan

- _| jwindak
. E Systemn Status
-4 System Corfiguration




5) Expand your project and instrument methods to see your methods. Choose a method
to run.

Folder/File View

EI--W Systems

El{ﬁ;t Investigator
L——_ID Project Folders
-7 DefaultProject
-0 Mitch
-] Alex
-1 Naoko
-1 Mitch New
-] Pabla
:_j Chris_shao
:_j Hengbin
:j Hilary
-] Zach
-] JoeTop
-] Melissalee
[+ Ryan Fomwald
-7 Michae! G
-] Matt
-0 Liy
-] Dan
-7 Siyuan
EH"'j _jwindak

T Sequence Files
[=+= Method Files
8 Instrumentt Methads < click on Instrument methods

1= Integration Methods
1= Collection Methods

Data Files
Feport Templates

[~ #% History Folders
- Jim2

w0 System Status

E:l---@ System Configuration

MName |
(= im e < choose a method to run and click on it




6) Your method will be displayed. If all is correct, you can click on Run Method.

For a Chiral column scan, it is suggested to use a
flow rate of 3.5 ml/min, a co-solvent percentage
of 10% to 20%, and a back-pressure of 120 Bar,

and a temperature of 40 C.
Please note, the chiral columns should not be

heated above 40 C.

[0 Investigator System Status 3¢ 00 Jim [Investigator][jwindak] 3 l i New Sequence’5 [Investigator][jwindak] 3¢ ]

General Method |COI|.|mn Oven I Auto Sampler I FDA |

Method Mame
Jim

{ Click on Run Method to start the instrument running.

Save | | Fun Method |

Created By  Administratar

" 2

R

0 1

Flow
) Temperature (C) 402 Default Column® 5: AD-H Chiral An:
9! Isocratic Total Flow ml/min) | 3,50~
Flow Gradient Default Solvent™  3:iPrOH -
Compostion Pressure
e |5E|CIEI‘tiE‘:. _ 10.00 & 9! Isobaric Total Back Pressure (bar) 1202
Composition Gradiert = Pressure Gradient z
*Mote: Default Columns and Solvents can be overidden in the segquence.
Flow |Composition | Pressurel
Stage Total Start Flow {ml/min} Total End Flow {ml./min) Duration {min)

31

E

E 2

2z

g

Z

(=]

0=
]

Graph Display: @ Flow

Flow Gradient Display

L]
|

Total Gradient Duration (min)

15




7) Click on “Investigator System Status” to obtain status information on the system.
If a module has a yellow colored boarder, it means it is not ready. If it has a green
colored boarder, it is ready and is operating properly. If a module has a black colored
boarder, it is ready but not currently being in use.

B Investigator System Status € |ﬁ'.lim2 [Investigatar][Jim2] 3 I G?Sygtem Configuration 3% | ﬁ'.lim [Investigator][jwindak] 3
System Panel | Cument Fun
£ B P % £ % £ -y
'/—Levd: 12951 .60mi h I/—Fll:J'\«\':E’r.L‘in‘lIJ’n‘lin h Well: P1:4,D '/—Pon:s \ SW: 220.36 '/—Pre-s.sure:seba h Ned Cellecting.
Pressure: 145 bar Siztus: e Temp: 394 °C EW: 278.50 Siztus: On
Status: On Status: On Status! ke
| == || ) )
\\._CD: y \.\_Pump A (COz) v Ato Sampler \.\_Duen v Detector Collectlo Py
# N N -~ -
If;."essoﬂ:a’ h If—FItmr:l:l.:i\‘Sn"l.l'n*m h | 2998 Ch1 238 Plot
Level: 277 40mi Pressure: 144 bar nm o 3
Saus: On 300 — 3
| 20T
=) 1
= 200
E
E’ 150
=
g LumpB & & 100 4
(=]
2 50+
System Messages 04
1/13/2017 2:05:56 PM - Starting P
System -50 } } } } } } |
1/13/2017 2:47:25 PM - Stopping 0 0.5 1 1.5 2 2.5 3 35
System Elapsed Time(min}
1/13/2017 2:57:52 PM - Stopping
System




8) Right-click on Sequence Files, and then left-click “Add New Sequence To”

Folder/FHle View

Eluﬁ Systems

El{ﬁ?t Investigator
EIEF_] Project Folders
#-{7] DefauttProject
-] Mitch
G- Mex
-] Naoko
-] Mitch New
-] Pablo
-] Chris_Zhao
-] Henghin
-] Hilary
-] Zach
-7 JoeTop
-] Melissalee
i#-L 7] Ryan Fomwald
-] Michael G
-] Matt
-0 Ly
-] Danyl
-] Siyuan
-5 jwindak
5% Method Files

ted = Ingtrument Methods
Integration Methods
1= Collection Methods

[~ Data Files
----- Report Templates

--¥% Higtory Folders
-] Jim2

]E System Status

]@ Sys=temn Corfiguration

=1

=1

You can then fill out the sequence table for your list of sample runs:

7_7 Current Project: | Sequence Queue: [#][2]x]
% D[U @ () Equibrating Devices Current Method(s): IM: Jm[ Ver: 190]
Current Data File:
Run of
Lamp Auto-off Time: 048 of 3000  min. In Sequence:

[ Investigator System Status X| 7 Jim [Investigator]fjwindak] 3¢ @ New Sequences [Investigator]jwindak] x|

Sequence Name
New Sequenceb Version 0 [ Save ] [ Add to Gueue ] [ Sequence Wizard
Created By Total Duration {min) 11.1

[] Make a single acquisition for entire sequence

Inj. | Run. Dur Inj. Delay Inj

* - . Inj. Vol
2| fmin) fin) Instrument Method Data File Log, « | Sample Name EJL] o

Solvert * Column =

Collection Method

2 1 10 0 Jim - | Sample Name And Date/Time - | 11A | racemic medurs 1] o Use Method Def...  ~ | Use Method Def.. -

After the sequence table is filled out, click on Save and then Add to Queue.
Click on Start to begin running the sequence.




B investigator System Status 3¢ | 7 Jim [investigatorlwindak] 3¢ | G New Sequence’ [Investigator]jwindak] 3¢ |

System Panel | Curent Run
s S ™ & ™ P =)
IfLe».nei: 21849.25mi h (Flow:.?r.'lﬁ mil.fmin h Well: P1:1A (Pon:s h SW: 20036 rF’ﬂ?ss.n'e: 120 bar A Not Collecting.
Pressure: 162 bar Siztus: ks Temg: 425 °C EW: 278.50 Sigtus: On
Status: On Siaus: On Sias: e
@ I U
\\CD: y \\Pump A(COz) Ata Sampler \\D\ren y Detector \\Back Fressure y Cullectla
& N & ™
GE’S.SE‘:.! h (-Flow: 0.35 milfmin h 2098 Ch 238 Plot
Level: §78.58mi Pressure: 161 bar nm =lo
Sigus: On —
* 25 The
H 20 - chromatogram
2 5 is displayed here
E .
T while the
Pump B & lei
2N 4 o sample s
o
a running.
=
System Messages
2/3/2017 8:27:18 AM - Starting -
System t
25
Elapsed Time{min)

How to do a Chiral Method Screening:

1) Right-click “sequence files”, and then click on “Add new sequence to”, and the

sequence table will be displayed. After it is displayed, click on the button that says
“Sequence Wizard”:

[ Investigator System Status 3¢ | i Jim [Investigator]liwindak] 3¢ | (% New Sequence5 [Investigater] Click on Sequence Wizard |, hdak] |

Sequence Name

New Sequencef Version 0 [ Save ] [ Add to Queue ][Sequence Wizard J
Created By Total Duration {min) 0

[] Make a single acquisition for entire sequence

Imj. | Rum. Dur. Imj. Delay
Loc.

#*| jmin) {min.) Instrument Method = Data File Irj. - | Sample Name *




It will ask you what type of sequence you want to create. Click on “Method Screening”
and then click on Next:

F ™

ChromScope Sequence Wizard
il This utility will quickly build sequences for you.

Please chose which type of sequence you wish to create:
@ Method Screening

() Build Calibration Curve

) Purfication Sequence

<Back | Cancel |[ MNed> |




A Dialog box will come up, allowing you to choose what needs to be changed from run to run.
In this example, we’ve used the same solvent but have chosen to cycle through all of the chiral columns:

F B
|
ChromScope Sequence Wizard
I This utility will quickly build sequences for you. |
Method Screening Settings:
Samples to screen: = | 1.1.A Solverts to screen; * E MeCH
) Solvent 2
Crenge Thed
[ Solvent 4
Remove [ AeN
Add Sample | | o ol ] 0.2%TEAniPOH

retrmert V| Coumms o soeen: * [ Sica Araica
methods to screen: * [] BEH-2EP Semi-Prep
Change Second AS-H Chiral Anahytical
0J-H Chiral Analytical
AD-H Chiral Analytical
OD-H Chiral Anahytical
|A Chiral Anahytical

IB Chiral Analytical

IC Chiral Analytical

ID Chiral Anahytical

Run duration: ~ min.
Injection volume: * 10.00 El uL  Equil time on change: min.
# of injections per sample: * |1 El Equil time between eveny inj.: min.

Data file: = Sample Name And Date/Time -

Integration method:

[
Repoart template: ’ - ]
[

Report Template Print Options:

Uzer notes: B

| <Back || Camcel || 0K |

Click on OK, and the sequence table will automatically be set up for all of the runs:

[ Investigator System Status g| T Jim [Investigatorlfiwindsk] 3 & New Sequenceb [Investigator][jwindak] g|

Sequence Name

New Sequencef Version 0 [ Save | [ Addio Queve | [ Seauence Wizard |
Created By Total Duration {min)  40.8
[] Make a single acquisition for entire sequence
gj'. E.Iui:.)Dur. H.n%elay Instrument Method = Data File Eic. - | Sample Mame * Eiuvel' Solvent = Column *
3 I.3 1 Jim ~ | Sample Name And Date/Time ~ | 1.1A |sbdlI-198 10 iPrOH = | AS-H Chiral Ana...
I 2 3 1 Jim ~ | Sample Name And Date/Time ~ | 1.1A |sbdlI-198 10 iPrOH = | OJ-H Chiral Ana...
3 3 1 Jim + | Sample Name And Date/Time = 1.1A |sbd-lI-198 10 iPrOH = | AD-H Chiral An...
4 3 1 Jim ~ | Sample Name And Date/Time || 1.1.A |sbd-ll-198 10 iPrOH = |OD-H Chiral An
5 3 1 Jim + | Sample Name And Date/Time = | 1.1A |sbd-ll-198 10 iPrOH = | IA Chiral Analyti
6 3 1 Jim + | Sample Name And Date/Time =~ || 1.1A |sbd-ll-138 10 iPrOH = | IB Chiral Analyti
7 3 1 Jim ~ | Sample Name And Date/Time || 1.1A |sbd-ll-158 10 iPrOH = | IC Chiral Analyti
8 3 1 Jim ~ | Sample Name And Date/Time || 1.1A |sbd-ll-158 10 iPrOH = | 1D Chiral Analyti
* - - -
S

Click on Save, and then click on Add to Queue, and then start the run.



How to Display Data Files That Have Been Run:

-] Ly B
:__J Daryl B
:__J Siyuan
Elr_:j _jjﬂindal-:

el "] Sequence Files
£ Method Files
1= Instrument Methods

= Integration Methods
1= Collection Methods
{1 Data Fies < Expand your Data files folder
-4 Monitor

A 11162016
1117 206
(il 11_18_20&
41121 2016
11_22 26
| 1123 2016
41128 2016
11_25 26
| 11_30_2016
| 127 206
A 129 26
{0k 12_15_2016
] 1112017
4112 207

Al 113207

A 2_2 27

F & Click on the folder with

----- £7 Report Templates the date you want to display
% History Folders

-] Jim2
G-I System Status
]{ﬂ System Configuration [+

=l

Hame

sbII-138_2-3-2017 8-28-40 AM tta & The list of data files will be

o Al T T displayed here. Double-click the one
| sbd-I1-198_2-3-2017 8-57-42 AM tta

] shd11-198_2-3-2017 5-02-37 AM tta you want to view

4 |sbd-11-188_2-3-2017 5-07-30 AM tta
sbd-1I-198_2-3-2017 51313 AMtta
sbd-l1-198_2-3-2017 5-18-23 AM tta
sbd-1I-138_2-3-2017 3-23-22 AM ta

sbd-l-138_2-3-2017 3-28-14 AM tta
ehA-168 2237017 81208 4M ta

”".--F " ?




Your data file will then be displayed:

[ Investigator Syatem Stotua 3% | i Jim [Investigatorll 3| Gaew [l igator]fjwi 3 [Lhbe-N-190_2-3-2017 0-34-40 AM [Overlay][Investigator]jwindak] 3

2338 Ch1 238nm | PDAID I MaxAbsorbance | Temperature | Flow | Pressurel

2998 Ch1 238nm Plot -RT:Ret Time
-At- Area Parr:

30—

m‘RT:1-49""‘1135-9?fl%ﬁ%‘?14§:§§9%§’?¥$% 50.3402 Peak2

20 —— 1

0 —— I
A N
R R | S VIY

s : : :

[} 05 1 15 2 25 3 35 4 45

AbsorbanceimAlU)

Elapsed Time(min)

To print a report, or save one as a PDF, click on the File menu, and click on “Print Quick Report to
Printer” or “Print Quick Report to PDF”.



How to Shut Down the System When Done:

1) Click on the Stop button to stop the current method from running:

0 Cff Current Method(s): [M: Jim[ Ver: 155]
7 ’ . Data Fle:
W N Click on Stop to stop the R

instrument from running. Run: 8 of &

Lamp Auto-off Time: 2920  of 2000 min. In Sequence:

2) Close the Chromscope software. Closing the software will close your billing account.

3) Turn off the power switch for the UV Detector:

&Turn off the power

For the UV Detector here.

LAMP POWER



